NIR Tevhoology Sevivs

Introduction:

The objective of this preliminary study was to evaluate the potential use of this analyser
for measuring protein, moisture and oil in Soy Beans.

Description:

Samples of Soy Beans grown in the United State of America, were scanned using a
Cropscan 2000B Whole Grain NIR Analyser. A 28 mm pathlength sample cell was filled
with seeds and packed by knocking the cell on a mouse pad until the distribution of
beans was consistent and there were no more whole for light to pass directly through
the cell.

Figure 1 shows the NIT spectra of Soy Beans.

Stan And Digéay Yaxduds

O N OTAI B0 TH OGN 91 W0 FE SN B0 K 9N K0 T W N0 W) SH O %0 % 9N WE WA 1080 TR0 M 1000 16 1080 10K0 W 100 1R

Sample 10 2900101 up Absorbancs |

Constituent! [g 23  Overay Spoctra Wavelength |
Constituent2[37 64 DOWN | Lambda
Constitnentd| 1 s 54 ¢ Absoebance 15 Derviviree 2nd Dorvative

Constituentd [; 43 Gel Scan Modify Quit

_ﬁ“,m.','.". _vu-.ammd succesiully 664 PM 750612004

Figure 1. NIT spectra of Soy Beans

NTAS (NIR Technology Australia Software) was used to develop calibration models for
each component. Figure 2, 3 and 4, respectively show the calibration plots for moisture,
protein and oil.

Comment:
This is only a preliminary study. The data shows that it is possible to develop NIT

calibrations for these components in Soy Beans. The Standard Error of Calibration(SEC)
is intended as an indicator of the errors that might be expected using this technique.
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.Figure 2. Calibration plot for Moisture in Soy Bean
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-Figure 3. calibration Plot for Protein in Soy Bean

Catioranon Mode -
Principal © 1“4 4 »
Error va PCe Tree vs Fradiclod B CosfMcients | Error ve Trus
Data Point I
Spectrum 26
Exciue o
20 =
SEC 0.3474% _—
R2; 0.83514 =
u 10 5.
-
Rangs Min: 16,16 )
Range Max: 21.73 z
50: 1.32% "
#Cs. 16
Samples: 61
s
o
° L] w AL 20 P
True
Load Caltcata Pradict Save Modal Cruatn Cad Quit

Edit Mode Catlmration Mode  Frediciun Mode
6.AD M IREL 004

i:igure 3. Calibration plot for Qil in Soy Bean
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